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Figure la 

CAG CTG C AG CTG GTG GAG TCT GGG GGA GGC GTT GTG CAG CCT GGA AGO 

Gin val Gin Leu Val Glu See Gly Gly Gly val Val Gin Pro Glv Arg 

1 5 LQ := 

TCC CTG AGA CTC TCC TGT\ GCA GCC TCT GGA TTC ACC TTC AGT AGC TAT 

Ser Leu Arg Leu Ser Cys \Aia Ala Ser Gly Phe Thr Phe ser Se- i-vr 

20 25 30 



GTG ACT GTT TCT AGT 
Val Thr Val Ser Ser 
115 



43 



96 



GAC ATG TCT TGG GTT CGC CAG GCT CCG GGC AAG GGT CTG GAG TCO GTC 14 4 

Asp Kec Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trr Val 

35 40 45 

GCA AAA GTT AGT AGT GGT GGT GGT AGC ACC TAC TAT TTA GAC ACT GTG 19 2 

Ala Lys Val Ser ser Gly Gly Gly ser Thr Tyr Tvr Leu Asp Thr Val 
50 55 60 

CAG GGC CGA TTC ACC ATC TCC AGA GAC AAT AGT AAG AAC ACC CT^ TAC 240 

Gin Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 70 75 30 

CTG CAA ATG AAC TCT CTG AGA GCC GAG GAC ACA GCC GTG TAT TAC TGT 288 

Leu Gin Met, Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tvr cys 

85 go 95 

GCA AGA CAT AAC TAC GGC AGT TTT GCT TAC TGG GGC CAA GGG ACT ACA 336 

Ala Arg E:ls Asn Tyr Gly ser Phe Ala Tyr Trp Gly Gin Gly ^hr Thr 

100 1Q5 no 
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Figure lb 

GAG ATT OTG CTA ACT C AG TCT CCA GCC ACC CTG TCT CTC AGC CCA GGA ; 9 

Glu He VdL Leu Thr GJLa ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
L 5 10 15 

GAA AGG GCG ACT CTT TCC TGC CAG GCC AGC CAA AGT ATT AGC AAC CAC 9 5 

Glu Arg AL a Thr Leu Ser cys Gla Ala Ser Gin ser lie Ser Asn His 
20 , 25 30 

CTA CAC TGG TAT CAA CAA/ AGG CCT GGT CAA GCC CCA AGG CTT CTC ATC 144 
Leu His Tro Tyr Gin Gla Arg Pro Gly Gin Ala Pro Arg Leu Leu He 
35 40 45 

AAG TAT CGT TCC CAG TCC ATC TCT GGG ATC CCC GCC AGG TTC AGT GGC L9 2 

Lys Tyr Arg Ser Gin ser lie Ser Gly lie Pro Ala Arg ?he Ser Gly 
50 55 60 

AGT GGA TCA GGG ACA GAT TTC ACC CTC ACT ATC TCC AGT CTG GAG CCT 2<J 
ser Glv ser Gly Thr Asp phe Thr Leu Thr He ser Ser Leu Glu Pro 
65 * 70 75 80 

GAA GAT TTT GCA GTC TAT TAC TGT CAA CAG AGT GGC AGC TGG CCT CAC 2S; 
Glu Asp Phs Ala val Tyr Tyr Cys Gin Gin Ser Gly Ser Trp Pro His 

35 90 95 



ACG TTC GGA GGG GGG ACC AAG GTG GAA ATT AAG 
Thr Phe Gly Gly Gly Thr Lys va.1 Glu xle Lys 
100 105 
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Figure 2a 

GAA GTG C AG CTG GTG GAG TCT GGG GGA GGC TTA GTG AAG CCT GO A A, GO 4 3 

Glu val Gin Leu Val GLu ser Giy Giy Giy Leu Val Lvs Pro Glv Arc 
IS 10 1= 

TCC CTG AGA CTC TGC TGT GCA GCC TGT GGA TTC GCT TTC AGT AGC TAT 9 6 

Ser Leu Arg Leu Ser cys' Ala Ala Ser Glv Pha Ala Pha Ser s;: Tyr 
20 ' 25 30 

GAC ATG TCT TGG GTT CGC CAG ATT CCG GAG AAG AGG CTG GAG TGC GTC 14 4 

Asp Ket ser Trp val Arg Gin lie Pro Glu Lys Arg Leu Glu T~ val 
35 40 45 

GCA AAA GTT AGT AGT GGT GGT GGT AGC ACC TAC TAT TTA GAC ACT GTG 19 2 

Ala Lys Val Ser Ser Giy Giy Giy Ser Thr Tyr Tyr Leu Asp Thr val 
50 55 60 

CAG GGC CGA TTC ACC ATC TCC AGA GAC AAT GCC AAG AAC ACC CTA TAC 2 40 

Gin Giy Arg Pha Thr lie Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
S5 70 75 80 

CTG CAA ATG AGC AGT CTG AAC TCT GAG GAC ACA GCC ATG TAT TAC TGT 288 
Leu Gin Met ser Ser Leu Asn ser Glu Asp Thr Ala Ket Tyr Tyr Cys 

35 90 S5 

GCA AGA CAT AAC TAC GGC AGT TTT GCT TAC TGG GGC CAA GGG ACT CTG- 3 3S 

Ala Arg His Asn Tyr Giy ser Phe Ala Tyr Trp Giy Gin Giy Thr Leu 
100 105 110 



GTC ACT GTC TCT GCA 

Val Thr Val ser Ala. 
115 



351 



Huse and Glaser 
p^ IX 4102 
Figure 4 of 13 

4/13 



Figure 2b 

G AT ATT GTG CTA ACT CAG TCT CCA GCC ACC CTG TCT GTG ACA CCA GGA 4 3 

Asp lie v&l Leu Thr Gin Ser Pro Ala Thr Leu Ser val Thr Pre Gly 
15 LQ 15 

GAT AGC GTC AGT CTT TCC TGC CAG GCC AGC CAA AGT ATT AGC AAC CAC 9 c 

Asp Sec val Ser Leu ser Cya Gin Ala Ser Gin Ser lie Ser Asn His 
20 \ 25 30 

CTA CAC TGG TAT CAA CAA AAA TCA CAT GAG TCT CCA AGG CTT CTC ATC 14 4 

Leu His Trp Tyr Gin. Gin Lys Ser His Glu Ser Pro Arg Leu Leu lie 
35 40 45 

AAG TAT CGT TCC CAG TCC ATC TCT GGG ATC CCC TCC AGG TTC AGT GGC 19 2 

Lys Tyr Arg ser Gin Ser He Ser, Gly Tie Pro Ser Arg Phe Ser Gly 
50 55 * 60 

AGT GGA TCA GCG ACA GAT TTC GCT CTC AGT ATC AAC AGT GTG GAG ACT 2 40 

ser Glv Ser Gly Thr Asp Phe Ala Leu Ser He Asa ser val Glu Thr 
65 " 70 75 80 

GAA GAT TTT GGA ATG TAT TTC TGT CAA CAG AGT GGC AGC TGG CCT CAC 28 £ 

Glu Asp Phe Gly Met Tyr Phe Cya Gin Gin Ser Gly ser Trp Pro His 

85 " 90 95 

ACG TTC GGA GGG GGG ACC AAG CTG GAA ATT AAG 321 
Thr Phe Gly Gly Gly Thr Lys Leu Glu Tie Lys 
100 105 
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Figure 4A. 
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Figure 4C 
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CAG ATT GTG CTA ACT CAG TCT CCA GCC ACC CTG TCT CTC AGC CCA OCA 4 3 

Glu lie v/al Lau Thr Gin Soc Pro Ala Thr Lau Ser Leu sec Pre cly 
15 10 - = 

GAA AG-G GCG ACT CTT TCC TGC CAG GCC AGC CAA AGT ATT AGC AAC CAC 9 6 

Glu Arg Ala Thr Leu ser Cys Gin Ala Ser Gin ser lie ser Asa Hi. a 
20 , 25 30 

CTA CAC TGG TAT CAA CAA AGC CCT GGT CAA GCC CCA AGO CTT CTC ATC L4 4 

Leu His Tm Tyr Gin Gin Axar Pro Gly Gin Ala Pro Arg Leu Lau lie 
35 40 45 

CGT/ATG TAT CGT TCC CAG TCC ATC TCT GGG ATC CCC GCC AGG TTC AGT GGC L92 
Arg/Ket: Tvr Arg Ser Gin Ser lia Ser Gly lie Pro Ala Arg Phe Sec Gly 
50 55 60 

AGT GGA TCA GGG ACA GAT TTC ACC CTC ACT ATC TCC AGT CTG GAG CCT 24Q 
Ser Gly Sar Gly Thr Asp Pha Thr Lau Thr Ila ser Ser Lau Glu ?ro 
65 70 75 30 

GAA GAT TTT GCA GTC TAT TAC TGT CAA CAG AGT GGC AGC TGG CCT CAC 23 3 

Glu Asp ?he Ala Val Tyr Tyr cys Gin Gin Ser Glv Ser Trp Pro His 

8S 90 * 55 

ACG TTC GGA GGG GGG ACC AAG GTG GAA ATT AAG 321 
Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys 
100 1Q5 
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(1) wild type 

(2) F 3 2 
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